Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.038; wR factor = 0.113; data-to-parameter ratio = 15.9.
The asymmetric unit of the title compound, C 20 H 24 N 2 O 6 , contains one half-molecule, the complete molecule being generated by a crystallographic inversion centre. The molecule is nearly planar with a dihedral angle between the two benzene rings of 0.03 (4) and the central C/N/N/C plane making a dihedral angle of 8.59 (7) with each of its two adjacent benzene rings. The two methoxy groups at the ortho and meta positions are slightly twisted [C-O-C-C torsion angles = 7.23 (12) and 5.73 (13) ], whereas the methoxy group at the para position is almost coplanar with the attached benzene ring [C-O-C-C torsion angle = À2.02 (13) ]. The crystal structure is stabilized by a weak C-HÁ Á Á interaction.
Related literature
For bond-length data, see: Allen et al. (1987) . For related structures, see: Fun et al. (2010) ; Jansrisewangwong et al. (2010) ; Zhao et al. (2006) . For background to and the biological activity of hydrazones, see: Avaji et al. (2009); El-Tabl et al. (2008) ; Kitaev et al. (1970) ; Qin et al. (2009) ; Ramamohan et al. (1995) ; Rollas & Kü çü kgü zel (2007) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring.
C8-H8CÁ Á ÁCg1 i 0.974 (13) 2.675 (14) 3.4837 (10) 140.7 (10) Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 Hydrazones, which is a class of compounds containing the >C=N-N=C< (Avaji et al., 2009) , have been studied for their fluorescence properties (Qin et al., 2009 ) and biological activities such as insecticides, antitumor agents, antioxidants (Kitaev et al., 1970) , antimicrobial (Ramamohan et al., 1995) and antiviral properties (El-Tabl et al., 2008; Rollas & Küçükgüzel, 2007) . We have previously reported the crystal structure of (E,E)-1,2-bis(2,4,6-trimethoxybenzylidene)hydrazine . In this work, 2,4,5-trimethoxy substituents on the benzene ring was used in order to get information about the effect of trimethoxy substituent positions on the fluorescence property of the compound. Herein we report the synthesis and crystal structure of the title compound (I).
The asymmetric unit of (I) ( Fig. 1 ), C 20 H 24 N 2 O 6 , contains one half-molecule and the complete molecule is generated by a crystallographic inversion centre -x, -y, 1 -z. The molecule of (I) exists in an E,E configuration with respect to the two C═N double bonds [1.2870 (12) Å] and the torsion angle N1A-N1-C7-C1 = -178.99 (9)°. The molecule is nearly planar with the dihedral angle between the two benzene rings being 0.03 (4)°. Atoms C7/N1/N1A/C7A lie on a same plane [r.m.s 0.000 (1) Å]. This C/N/N/C plane makes a dihedral angle of 8.59 (7)° with each of its two adjacent benzene rings.
The three methoxy groups of the 2,4,5-trimethoxyphenyl unit have two different orientations: two methoxy groups at the ortho and meta positions (at atom C2 and C5 positions) are slightly twisted with the attached benzene ring with torsion angles C8-O1-C2-C3 = 7.23 (12)° and C10-O3-C5-C6 = 5.73 (13)° whereas the third one at para position (at atom C4) is co-planarly attached with the torsion angle C9-O2-C4-C3 = -2.02 (13)°. The bond distances are of normal values (Allen et al., 1987) and are comparable with related structures Jansrisewangwong et al., 2010; Zhao et al., 2006) .
In the crystal structure (Fig. 2) , the molecules are arranged into screw chains along the c axis and these chains stacked along the a direction. the molecules are consolidated by C-H···π (Table 1 ) and π-π interactions with the Cg1···Cg1 distances of 4.6314 (5) Å (symmetry code: -x, 1 -y, 1 -z) and 4.9695 (5) Å (symmetry code: 1 -x, 1 -y, 1 -z). C···C [3.3411 (12)-3.3987 (12) Å] short contacts were observed.
Experimental
The title compound was synthesized by mixing a solution (1:2 molar ratio) of hydrazine hydrate (0.097 ml, 2 mmol) and 2,4,5-trimethoxybenzaldehyde (0.785 mg, 4 mmol) in ethanol (20 ml). The resulting solution was refluxed for 5 h, yielding the yellow solid. The resultant solid was filtered off and washed with methanol. Yellow block-shaped single crystals of the title compound suitable for x-ray structure determination were recrystallized from acetone by slow evaporation of the solvent at room temperature over several days, m.p. 523 K (decompose).
Refinement
All H atoms are located from a difference map and refined isotropically [refined distances: C-H = 0.924 (13)-0.995 (12) Å]. Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Atoms with suffix A were generated by symmetry code -x, -y, 1 -z. 
Figures

Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986) operating at 100.0 (1) K. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.26607 (9) 0.49751 (9) 0.57223 (4) 0.01763 (16) (13) C2-O1-C8 117.62 (7) N1-C7-C1 122.08 (8) C4-O2-C9 117.39 (7) N1-C7-H7 119.0 (8) C5-O3-C10 116.12 (7) C1-C7-H7 118.9 (8) C7-N1-N1 i 111.49 (9) O1-C8-H8A 104.9 (8) C2-C1-C6 118.95 (8) O1-C8-H8B 111.1 (8) C2-C1-C7 119.62 (8) H8A-C8-H8B 110.6 (11) C6-C1-C7 121.39 (8) O1-C8-H8C 109.5 (8) O1-C2-C3 123.51 (8) H8A-C8-H8C 111.4 (11) O1-C2-C1 116.21 (8) H8B-C8-H8C 109.4 (11) C3-C2-C1 120.28 (8) O2-C9-H9A 108.9 (9) C4-C3-C2 119.81 (8) O2-C9-H9B 110.1 (9)
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C1-C6 ring. 
